Singleren

HRTEMRE

sCircle® 2 4l £ KR EZFEE RIS

METEVREBERQF



EREEZEEERE

SRR KRR EAEERN 28 E D FARERI SRS O AN F S A RAER ], P e R4t AR ST EM2KTCR/BCR
M X A 50 1217 2K A Poly-T5 PolyAE S HFRMRNAZ) F, TCR/BCR mRNAZ Fi@d IR k. B AR, B8 R ILAI A T EINIF XX
E, ReHBRRNEANR S KRERFERTAE .

Cell UMl FLseq
Barcode read 1
G TTTTTTTTTTTT
Cell UMl FLseq
Barcode read 1
G TTTTTTTTTTTTT D —@l» @ c c GEEED
AAAAAAAAAAA — QD — —@D @ —G GG TS0
Circle ¢ RT-PCR
handle
[ ____J
[ @D TTTTTTTTTTTTT L C —@» G ¢ ¢ GEEED
AAAAAAAAAAA — QD — —@D—@m»—G GG
L}
Circle
¢ handle
cDNA
D GED @D TTTTTTTTTTTTT L C o —@DlD Gl C ¢ ¢ GEEDEGED
— G AAAAMAAAAA QDTG GG G G

CONAFF LR E—HEE EHREE:

Cell Circle
Barcode handle
GEDEGEDGEID Gl @D - o C
GEDEEDEEID -G @D - —a DD
BEFY
GGEED [ D ]
;abaaD GEDEGEDEE D Gl &9 —a DD

BB IR THE T



TIF7iE

B AR TRERIIR
R ERE

NEPBMCHEZABCRINEMIHARREES

ERFE T KREARE BCR) HFNEPBMCHF AR, BCRINF#HERI MRS EBAMAT L, FREESINTOP ClonotypetRiF—Ho

new_ident
: 10
0 %
Proliféat © Beells 0.010
5 g ® Teells 5] : Clonotypes
Basaphils : m:"“y‘“ & [B CAGVLYYYGSSYWYFDVW_CQQGNTLPWTF
N - PR E .. 5 [ CMRYDSNYWYFDVW_CLQHGESPFTF
% b eites i~ % ® Erythrocytes = k. A . . 4 L B
Sol BT o o Pt O P S o] Y ; £ [ CMRYGSSYWYFDVW_CLQHGESPFTF
S Ao e ® ProliferatingTcells A ) S 0.005 [ CMRYSNYWYFDVW_CLQHGESPFTF
® Basophils : a [ CMRYSNYWYFDVW_CLQHGESPYTF
5 © Neutrophils 5 [ NA_CGVGDTIKEQFVYVF
Neu(\r:‘)bh'\ls
10
10 0.000
10 5 0 5 0 5 0 5 B ——
PBMC_1 PBMC_2
UMAP_1 UMAP_1

R A TCREUER R

ERMIE T KRR ERE (TCR) BEE NG/ R AN, TCRIG $54E oI BRsy ETARRET £, BN IUEIRY DA S0 .
|

90.00%
5 5 80.00%
70.00%
eutrophils
0 L ook ® Beells [ ] 60.00%
woncbics ® Teells 0

I~ " ® Macrophages 50.00%

&\ A ® NKcells N
b - @ ProliferatingCells o 40.00%
35 ® DCs $s ’
i ® Neutrophils 2 30.00%

Macm‘ages @ Monocytes
® Erythrocytes 20.00%
-10 ® pDC -10
@ PlasmaCells 10.0%
0.00% .
15 -15 Reads Mapped to  Cells With Productive Reads Mapped Reads Mapped
B o0 & ) 1 15 10 5 ) 5 AnyV(D)J Gene  V-J Spanning 0 TRA to TRB
(TRA, TRB) Pair
UMAP_1 UMAP_1

BB - IR T



REZBRERTENASR

G a8

iR RRIRIR T RIS BRLHRIAR
BB ATT RRFIEHR kT S ERABIERS
MR R RIF R Biomarkerfit BRGNS R e A S

- Shannon
- Inverse Simpson
- Chaol

Percentage
o
o

- Abundance-based Coverage Estimator

A Y
AR R R R R R R
& EE P LE L

VAIER b2 Clonotypes 5 Eb 934 ClonotypesZ it & fRABAE DT
I FEAMFAFAFEMBREVERMIERN SHLE BEMEARE M AEAREE S
FmBR
= g il g BRS
sCircle®2 i KRZESZAE (TCR) BERFI= B kR 2 RXNs 4153021
sCircle®2 a2 KREZHE (BCR) EFERNAS Eplis 2 RXNs 4154021
sCircle® B4 KREZA (TCR) BERFE Fhhi 2 RXNs 4153011
sCircle® AL KRBZA (BCR) EBERFIS FRIhR 2 RXNs 4154011

M TEMREERAF

it EMRALIHXAAKELIISINER _HH061R3-52
AN T EX 22185 £ KEBAE4018 T

k%S : marketing@singleronbio.com
~aEGEHRFE: product-service-support@singleronbio.com

TRREZIEIAIE
www.singleronbio.com
LE TS TT
025-58165529
FaEERE
025-58862675




