Singleren

MBTEYEK

HEEREFETRIE(SCATAC)ER g

R TRABATACH FRAMARIRER G, RAZWFELATno EiHE EVIRIARLE RTPNARKE, R
HEMbeadsHRITIER =Y, HMMELMPATACKE, — R TAFEHSEAFARERNARD BIRC UK
SCATAC-seq X EME, BHUBRELEMNERN, ALK LESY, NEREKIHRRERARXE, 7HERT
LR B ORETE,

uuuuuuuu | PCR handle partial read 1N ) .
- Schematic diagram of bead
L ]
read1N insert
-

— Transposed DNA product

!

dIN insert
@ :dm Schematic diagram of the principleof DNA fragment capture by beads
Foward P l
@ _— " : — Schematic diagram of gap fillingand library amplification

-@“:@ Sue BT e - -
O O8 || o0 - Ep PR
oy 110N
MRS PRI

BRI SR R A

I

o~ o]




s R

FELBIR A MR RKS62(GRChIS) AR IR R ITI(Mm10)fE AT IR, TR TTSCATAC-seq 5B 52 M40 AE
IR, MARRERE. MR DB. FUERSXERE, “RNFER#FETcelescope ATACKIE S TR HITE R
MRBREEIRTINEL, Fi&TscATAC-seqis R EE—E 4% S, @Enrichment around TSS. Insert size distribution.
Peaks Targeting%, 4Bf87> BRI =] IAE H B MIMATACH] IXZERIK L B ML B SR

Frackion Fragments Cove sping Peaks

Insert size
Cell Clustering

—1 kY —_— z 1 ‘*
MR ERETEE MEEHE B e
LATTH

BT AEALRER Bt AR RER BT BB LB R BT LR IEE ARe A& Bit SRR E Ak

o] B HAFE, BT RURAY o kMEL, TUHRE s AB D IRES B 4R S AR E R R BRI ENLEERT R M

ENEE: B EE 2 EXRFEREMAR A R] B M 4RAE Tk, TUEBEER Tk, IR EAY

FHRXE, NT#HE (BN ERMIARE TUBTAREE M MHENEEMIFIRTH RARIEIE LS R E
MERE 54 L ﬁ'ﬂﬁﬁ’\]?&ﬁ??ﬁlﬂ?ﬂ ik %ﬁﬁ%ﬁ%iﬁ%ﬂ

l SEITHR

#ink: ERT AKX S ARELLS RS —HI06HR3-5F
N T RIXHEE LS EYELZ L E = AKX 1 S #4018 7T

mBFE: marketing@singleronbio.com
FERERIFE: product-service-support@singleronbio.com

T RSB ZIEIAIR
www.singleronbio.com

XRIMEY TS TT
025-58165529

FamEEEE
025-58862675




