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1. EXER

1.1 = mifig

DynaSCOPE®SRMfgse =alS it IS 5eaiiiE RNA UiStric . SRS E. (£
BHRCENF X R 2 AR o

DynaSCOPECE M RS EN XK EBEMREMATH, 9 Fi5E Barcode
Beads, UCBHRCIN, FIERFIRXEMELR . A Ra SR Lmir ittt RNA (G5
tric. R¥EF. cONA TIBRXERE, EZRSNFXEFDSERESNFRE FTHER
=R, NmemIHEEEATMIEFE mRNA #TF.

{£F DynaSCOPE®BERMRERNEmNHANE, REFEANERAEEEN, i
BRI EE 7 RS ERAMREREIREES . DynaSCOPEC® 52 41 RanS i
2, BEFESHNPERERAGRNEM L, FNE4ERE, SSSEER RNA ¥R
HSEN . IBTERNNERR, SULRBHAR, BERERHAR, AMIERRRSFSIE.

SCOPE-chip G R2—MEZMRESH, &ChREMES T RARERENFrLt
ENARSE, SRPAEmiA. ARERE. DFInEiRc. MIRAER RNA &, a5
ML

1. (ERRE, TFHRE, TERIRINEE.

2. AT RMES BEFEEE .

3. ERTAEMARER, BRI 8k,

E._
- ‘ = =

AR MREAEMARIC W RASC W
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MRTEMREK

1.2 P mZHRX

LATERF DynaSCOPE® Single Cell Dynamic RNA Library Kit Cell (2 RXNs)

Box1: Single Cell RNA Amplification SD & Library Reagents

WEIENERE, BRIFREFE-25~-15C,

VA

E=IE

Lysis Buffer, Stock 1 1500 pL FeE
RNase Inhibitor 1 50 pL FeE
1000mM DTT 1 400 L FE
RT Master Mix 1 400 pL 26
Reverse Transcriptase 1 50 pL =)
TS Primer 1 50 L 26
Amplification Master Mix 1 400 uL pvt ]
A Primer Mix 1 200 uL =08
Amplification Enzyme 1 20 uL yvt )z
Fragmentation Buffer V3 1 17 L Be
Fragmentation Enzyme Mix V3 1 6 uL Be
1xTE 1 800 pL Be
Ligation Mix 1 72 uL =)
Ligation booster 1 4L =)
Adaptor 1 50 L =)
Library Amp Mix V3 1 60 L He
Indexing Primer Mix1(ATCACGTT) 1 30 L =]
Indexing Primer Mix2(CGATGTTT) 1 30 L =]
Box2: SCOPE-chip SD & Barcoding Beads
KRN ER, BREGFREFE 2~8C,
Jzbe) = AR EEmE

Barcode Beads SD V3 1 1.8 mL E2E

Wash Buffer A 1 7mL He

Wash Buffer B 1 1.8 mL He
Singleron Magnetic Rack 1 - -
SCOPE-chip SD 2 - -

Box 3: Dynamic Metabolic RNA labeling/S

WEIENERE, BRIMREFE-25~-15C,

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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Ry = &R - E=EEme
Labeling reagent 1 120uL =e
Conversion reagent 2 50mg =8
Conversion buffer 1 6mL -

PATFiERTF DynaSCOPE® Single Cell Dynamic RNA Library Kit Cell (16 RXNs )

Box1: SCOPE-chip SD

WEIRRNERE, ERIMREE 2~35C.

Ry £
SCOPE-chip SD 16
Singleron Magnetic Rack 4
Box 2: Barcoding Beads SD
WEIHHREE, BRIIRERE 2~8TC,
Ry HE &R EEH8
Barcode Beads SD V3 8 1.8 mL E2E
Wash Buffer A 8 7mL H&
Wash Buffer B 6 1.8 mL H&
Box 3: Single Cell Amplification Reagents SD
WEILFIEE, BRITFREFEE-25~-15TC,
Ry HE &R EEH8
Lysis Buffer, Stock 2 1500 pL Fe
RNase Inhibitor 1 300 pL FRe
100mM DTT 1 400 pL FE
RT Master Mix 2 1500 pL E=)
Reverse Transcriptase 1 400 L =6
TS Primer 1 250 pL =6
Amplification Master Mix 2 1600 pL otz
A Primer Mix 1 750 uL poitz
Amplification Enzyme 1 160 pL otz
Box4: Library Prep Reagents
WERILFIEE, BRITREFEE-25~-15TC,
. ..'. o.°.o ..'« .. . ‘s
. 2 ° ... ® .



leren

MR TEYRE
5y BEE wR EEEE

—— Sing

Fragmentation Buffer V3 1 135 ul Be
Fragmentation Enzyme Mix V3 1 40 puL Be
1XTE 1 800 uL Be
Ligation Mix 1 576 uL )
Ligation booster 1 20 L )
Adaptor 1 50 uL )
Library Amp Mix V3 1 480 pL He
Box5: Library Adapters
I‘ISZEU'ECIS‘I(IJEE1 i%&ﬁj{%ﬁE_ZS"'—']SOC o
izl HE &R EEIE
Indexing Primer Mix1 (ATCACGTT) 1 30 uL (=)<
Indexing Primer Mix2 (CGATGTTT) 1 30 uL (=)<
Indexing Primer Mix3 (TTAGGCAT) 1 30 uL =]
Indexing Primer Mix4 (TGACCACT) 1 30 uL =]
Indexing Primer Mix5 (ACAGTGGT) 1 30 uL (=)<
Indexing Primer Mix6 (GCCAATGT) 1 30 uL (=)<
Indexing Primer Mix7 (CAGATCTG) 1 30 uL (=)<
Indexing Primer Mix8 (ACTTGATG) 1 30 uL =]
Box6: Dynamic Metabolic RNA labeling/S
KEISHER, BRIEREFEE-25~-15TC,
Hy HE Vi EEIE
Labeling reagent 8 120uL I=e
Conversion reagent 16 50mg I=e
Conversion buffer 4 6mL -

pe=—
o REBEENGREREFRLF.
e Barcoding Beads ZIHRFEMRT OCRIKR, BRLEEK.

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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. BE{NEFEHEHF
18 RN BRI FUFER:
o FTIKZEE
o FoALBREEIK
o 1.5mL % 2 mL TERERMEOE
o 15mL#1 50 mL #EEOE
o BEIRE
o FEISEREER R
o FEMIETE&TLBEREIR L
o INEEESIOM
o RIERIMK
o DynaMagTM-2 #528212321D/Thermo sEAMIEZ 1.5mL BOEHIR L5
o ERREIREFE
HABIEMAETRCHT

o 1xHBSS

o 0.4%BMmIERRK
o EFE DMEM
o BR4-MiE
BeEITES

o [ER4BABIEFFE

O

BRSNS HNE (Pre-PCR)
o RNase Away sk EthEZE=5m
T EHIE B & AL BR R IR L
o FA15ML M 50 mL HEEOENSEIFE O
BIERHE
MEkIHER
1% PBS ( F& Ca2+ Mg2+)

o

o

o

O
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o

@)

3748 T E MR B
0.4% B EERYR

10 % Tween-20

cDNA ¥ #4503 =M (Post—PCR)

@)

@)

@)

@)

R

ERiRHEREA

PCR X

SEZEB R RSN, 0 Agilent Fragment Analyzer 5200
Qubit 4.0 AEEIN

0.6mL PCR iEHFEEEE ( Qubit EE, #7F Axygen)
AMPure XP (¥ ( Beckman)

10mM Tris—HCI pH 8.5 =% Elution Buffer

0.2mL TE&TERES/\BXHFEE PCR &
IR RETE . TEREBRY .

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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3. T{EREMIR{(FrTE

- A e £IFRIFRTF
RNA {ittric 0.5h-4h
HHRRIES 0.5-1h
NG
£\ Barcode Beads 0.5-1h Stop,-80C <48h
MRNA 53k
TREL L iR 1h
RERI 1S 2-3h Stop,4C<72h or -20°C<7days
B 3h Stop, -20°C<30days
SR 8-11h

& TEmiefRiErdE
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% 48 77 4 M A R
4. SCEER
BANEBNEFRPAREEELLEREMN PCR BIEEBEY— “pre-PCR X” . X4

RERRMESE. RNARCH mRNA Bk, RER. 33T RNABXBIE, A RNase
Away (kR m)iEEME LIEREMZ KSR . MAEINASMEIREFE, LIBRSR
1 RNA &

R E_ANLIK (Post-PCR), i##17 cDNAH1E. 4B{6F1 QC, LARSIERIZEF QCo

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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5. RcAERTE RNA
L

o Labeling reagent (iZ&) ;

B&Ek-
o 1xPBS &%i%;
o ARIEEREBEERKSE ;

o 1.5mL BILE;

1575 DMEM;

fadrmis.

1. Labeling reagent B91E7=EHH: ¥ Labeling reagent \—-20 CEXHEEB#ES, iREE
1SGmEE 10s LA ERS RSBk L&A & 1: 100 ( Labeling reagent: 12#%E ) im0
MEAREDRY . (EFEFENFARSEL: S (R C ERTRSHE) )

2. BUIEFNHRESEENREMEMAETS Labeling reagent B9iEFES, 37 CEHEEE
7 10 DHEHN, BEAFENERNERIONEE

R HEEF 0.5-4h, BINER 1h W—XRAEEEN, NREIEEECHIEKRISFRATIE
'fEE 10%L\/{J:7 Eltégiig%y Eﬁﬁ)\-lz_ﬁo

3. IBFRLERE, MESKE 300 rcf F&EL bmin, =L, AESAKRA PBS 2408

e}

e}

TEFFHITHEITEL
4. BEFENARSRIEESITIERE, F—FERNHEEFRRIEREIROTER~ T,
RIZZERUT:
[RESEIR BEE
MEEE >40000
{RpEIEME = 80%
9 e%e
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WRTEMRKR

6. g =] MRNA #E3k
6.1 iR R IESE

SR

o SCOPE-chip SD,

B&Etet:

PBS & HiK;

0.02%PBST (PBS #8%& 0.02%Tween-20) ;
Tk EE;

FEEERBEBRKE, TRAERLI,
1. W TFHIE PBST(E% 0.02% viv Tween-20 9 PBS) , MERIEESIHBEITED

o

o

o

o

PBST:
izl 1RXN (L) 2RXNs (pL)
PBS 998 1996
10% Tween-20 2 4
Total 1000 2000

2. ¥ SCOPE-chip Miitf=s R EFF#HEFI L, A 200uL A9F&RESIREY 200l Fok
CENHEOEEENTSH, IEESITE 10s. BRREREHIREGRFITKSEE, LURA]
BEHERR AR S R RIS

=N

IRERK

E1 MRS RIS EANRRREE

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell -10 -
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3. ARRBRHFERAOZE, WEEAREMBERO/NL (EHROLENMIRADTESS
¥ SCOPE-chip Miif=SRH5IAES) -

4. RTKCEEEHRRGH 2-3 X,

5. F 200uL R9FiR=RIREY 200uL PBST, NERARIEEINT R, BIEESIE 10s, %

FESE.

RN ERORE, PR EERERO/NL.

E5HR PBST itk 21X

. ERRRRFRLERORE, RELROBELERE

FFatiE5epkhI SCOPE—chip it R IEITF#EFRMAPER, BRKEZR. Wiz

B n Rl r SR A MET =R, INEREARTREELEAEIEAFNET 4CTEIR

*®F.

© ® N O

6.2 Barcode Beads &&

EEME
o BarcodeBeads (&) .
B&MH:

o DynaMag™-2 #H2%812321D/Thermo siEh3ES 1.5mL BOERIR DL

o PBS
1. ;&% Barcode Beads: ¥ Barcode Beads B#Ei&SE (1mL 212 ) BEWIT 15 K0EE

f&; IXBX 900uL Barcode Beads(1RXN ) F 1.5 mL BOEH, EBOEET 1.5mL
MR 2R ( DynaMagTM -2 #7328/12321D/Thermo, ANSHEDZEEMME ) L, &%
B 1Imin, fFaREER , VOB L5 JERINEEE OB NI BT, I 1mL PBS,
BREETHAORLE, %8 1min, FaREBRRE, IOBKRLE, &k 3 XEIE; AR
BRHWITIES Barcode Beads, iR Barcode Beads R ER -

2. WFBELE, BPBSERESZE60uL, & 1h AER, TREERRSGH; aEd—N
BAR, BF 4C KERFR.

-11 -
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WRTEMRKR

6.3 Lysis Mix &

EEEL

o Lysis Buffer, Stock(4:t2) ;
o 100mM DTT (&) ;

o RNase Inhibitor(4:f2),

ARBECH: =REE “Lysis Buffer, Stock” #1 “100mM DTT” , iBiEROREET
K E . K EIRTHRGES Lysis Mix, RERIAEESEL, BFKkESH,

Lysis Mix:
a5 1RXN (L) 2RXNs (pL)
x 1 x2.2
Lysis Buffer, Stock 92.5 203.5
100mM DTT 5 11
RNase Inhibitor 2.5 5.5
Total 100 220
6.4 BRI ERHIE
EEiTRL

o MEEIFK CREFTLEDS, trclERIAR)
B&Et

o PBS

o [MEKITEIR

o FIERHR
F PBS S4MBIF B SRAEEZE 1.0 x10°-4.0x10° cells/mL, BIAJRF &AL,

6000-9000 (1.5-2.0) x10° cells/mL
9000-12000 (2.0-2.5) x10°cells/mL
12000-15000 (2.5-3.0) x10°cells/mL

TR RE—/IBoMEESH LM BmIREIRMILF . 681, 2 SCOPE-chip L

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell



¥% 12,000 NMARE(ZEF), EE 100 ul B9 2.5 x 10°4HpE/mL % (551)(25000 M4HE)3kh0
# SCOPE—chip.

6.5 HHESE

EEME
o FRALIEIFHI SCOPE-chip SD (W 6.1 izt HiESR)
o WHEIFHIMIEER (W 6.4 MEERES)

S

o PBS

o 200 pL Bikzslkk
1. BRERHERFOZSRRA, 10200uL PBS i@t H CGENBIEHZHEITE 10s LIAR, BRSE

EN) , AEBREFOREFEOSREE, EEFT1X.

2. IREX 100uL EBRFHIMME, FETRE (£ 30s ) EANTH, MZEIBREFEOSREIE,
LAB R SIE5IN

IR @ERENCSHE, ATLEEEORE—LRIE, BRSEHEAN.

BRRESRIENMRE, WRANHRFEERER,

3. B#E bmin FEAMEENGALA, FEHETEEME FTURARENNILER.

4. FHEEENSFLA, IREX 2000l PBS EIESE (£ 30s ) iEATHIMKIESRMAMN, 7
BNERREAFE CRIA

5. EE 1 XLR] 4, MAEBEREREANMILRRIMEIE.

6. AEMR TMESHBERNREHMNS RAREEERGTE, SEBKE, 4400
PBS i (HiERINERSE, BRSE5IN) o

7. (&) ERASE MARITHSUEFRMEL, iCREE.

6.6 7F A\ Barcode Beads

EEMEL

o t—1MEEPEESHIEAY SCOPE—Cchip SD

-13 -
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% T E MR
o FAtIBfERHY Barcode Beads (& 6.2 Barcode Beads %)

B&-:

o PBS

o 200 L Bikesmkk

1. IREX 60 uL ERFAY Barcode Beads, EiE85iE (£ 30s ) MMA#HEEO, 4§ Barcode
Beads iEFATH, & 1min,

2. ZIRIREY100uL PBS, &185iE (£9 30s ) IIAN##HEO, {#F Barcode Beads &€7al,
RAESIREXHAE O Barcode Beads, BEREIGHIS—in, FEHHREKELHEONSR
Barcode Beads,

3. IREX 200uL PBS EEIFFNTH (£ 30s) o

4. NEHEOWEZ R Barcode Beads EF#7 1.5 mL BOEH( WERNARSEEOIRERM ),
5. EE 2 X% 3, LAEFRZ®R Barcode Beads,

AR ERURTIE Barcode Beads ##A\fLHRIEIR, Barcode Beads NZED SHEHMFLS
# 95% ., &R EHEOIR Barcode Beads =t#&%, alEIEY Barcode Beads BEF
AR E, IRFEKERD LiERIES Beads BERBIXEANE Beads =ikt , ##& 10s 58
ie; EIE, BRSO Barcode Beads THREZ, mMEEIKAY Barcode Beads iE
ANEEOfEL, PRERENEHEORIS Beads IRASHLE, 88 10 s BB Hi%.

6. AEMIR TUEZR Barcode Beads BEEMGT®, BIEE%RE, H#E0 PBS 4k,

6.7 HREZRMEFN MRNA 53k

ML
o E—1EBRHEEMBINEIREY SCOPE-chip SD
o BEgiFAY Lysis Mix (8 6.3 Lysis Mix /&)

B&#:

o 200 yL #¥ikeRkk
AR ALk RNA R, SLISFIAEIA RNase away BEFSLIEE, 5min FIET.

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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1. IREX 100 pL Lysis Mix, WHEFOZEFINTH, B84 30s, ZAIBKRFEFEOZSRRE
=,
2. EREHE 15 min BTEEMIEFHFEN mMRNA, it Barcode Beads ik mRNA,

6.8 EX Barcode Beads

EER:

o LE—#8fHH) SCOPE-chip SD

o Singleron Magnetic Rack

o Wash Buffer A

B&#H:

o 200 L Bk

1. 1281 1.5 mL B/.OEF] Wash Buffer A, friciEE&F ik L&,

2. 3 200uL Wash Buffer A IIAEEDO, BH@AOREBETSHINGEE, #8 1min, RSH#
HARESRIRER, 4§ 200uL Bik=sRkEAERED, IREX 200l &Ik, WERIRNESE
Barcode Beads BIRIAHEEESH 1.5mL BOBR, SREBRIAGEMRNE L
1.5mL BUEES.

3. EE 2 XK 3, WERKEl mRNA 8923 Barcode Beads,

IEEWash Buffer Al
Barcode Beads

2 Barcode Beads BRI ~=E

AR EEMETUR, £FLWFIS Barcode Beads RE, IEERELE, BEE 90%LA
HY Barcode Beads #EHE . #&EHBY Barcode Beads id#2 Barcode Beads HI45H],
aJ{F S %R ES1S Barcode Beads BREMEIEND]

-15 - e%e
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MRTEMREK

6.9 REEHR

EER:

o E—2Bi#5KT mRNA B9 Barcode Beads;
o Conversion reagent ({z&);

o Conversion buffer;

o Wash Buffer A,

B&iHE:

o 200 uL ikt

o DMSO ( ZEREIH ) ;

o ¥RHRIE(Y;

o 1.5mL BULE;

o DynaMag™-2 #1238

1. AZREH: BEE—E Conversion reagent BRH, 10000 x g B 1min, JVOTHE
¥, MO 670 uL Conversion buffer, & ELEFEFRIGES 2min, EEFZDARE. AE
ke, BERIE/OE, BY 20 pL Conversion reagent, FJ 460 uL Conversion buffer
R 24 (=&,

#R: Conversionreagent A—X4FER, RATBZELE, FolBRERE. TR

TR conversion reagent, HXRILWEE SR, THR—E conversion

reagent.,

2. IRBBT%EH Conversion Mix, @i 10s iBOHESE. (EEIFR Conversion Mix
FWEKLETUS 5 o8, BEHIERSETE, FEMHEEL )

Conversion Mix:

Hoy 1RXN (pL) 2RXNs (L)
x1 x2.2
#H5RY Conversion reagent 150 330
DMSO ( —EREIIHK ) 350 770
Total 500 1100

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell

-16 -
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3. BZL ¥, 6.7 %% Barcode Beads HELEREBELORBEE T 1.5mL ML
(DynaMag™-2 #/2812321D/Thermo, ANBHEAZRENRE ) £, FAREBRE,
VANUBY: 40 S b

4., MEEHZELENTFROEHMEEKL, 0N 1mL FudH Wash Buffer A , B 1mL %
REEREWIK 5 MEIREERD, BETHAORL, FBRRESRIVOBIKRLES.

5. BBEOSEMNEADZEEET®R, MKkEFS 1min, BEEIZENE 400uL 74 5min FHI
Conversion mix JIAZ EAFUSHER OE S, —IBMETIRS , —iB o551/ \BHEEE B (K

FB(E) , BEDRRIKMEATR) 50uL. (iF: REDTHERE, BREIARK) o

6. PCR{YZHHEMIEFINTER. PCRIMWIEFREENKEN 25T,

iRiER:
TR imE AE]
1 4°C 1min
2 15C 58 min
3 4°C Hold

7. Firicirsy PCR J\EXHIEMEE PCR Y&, HEITHHRER.

AR TEaTHEEERLRZE], 3%k Conversion Mix RIS ETEK L.

-17 - e%e
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M TEMR K

7. RR#EFF:. cDNA &5

71 R¥ER

EEMEL

e}

e}

Wash Buffer B;

RT Master Mix (£);

TS Primer(£2&);

RNase Inhibitor (#);

Reverse Transcriptase (£2&);
EF—REFIEEERR Barcode Beads;
Wash Buffer A,

B&MH:

e}

O

1.

2.

Tz ERERIK
DynaMag™-2 #%8/12321D/Thermo sXEMFHES 1.5mL B OB L

RREH: BE=E®EE “RT Master Mix” #1 “TS primer” , i®hE 10s FEEHEO
REETFrkE, EXkEZRBINTEREES RT Mix, i®IE10s BIHEEEC (B RT
Master Mix itFiA&RPETEY, BRAFERE{TIEEE) .
RT Mix:
1RXN (uL) 2RXNs (L)
x1 x2.2
RT Master Mix 120 264
Cold nuclease—free water 45 99
TS Primer 10 22
RNase Inhibitor 5 1
Reverse Transcriptase 20 44
Total 200 440

M PCR (Y= EXE PCR J\BXHEE, HEEKETKLE (FEEZETHRE ) . @EHI
ANEFUEHT 100uL Wash Buffer A, BB OEETF 1.5mL #8#OZ%RE, FEAREE

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell

-18 -
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&, INOIRER EBR - MNEHZR LB FEOE, B 1mL Bi&==I0A 1mL Wash Buffer A,
IRFT 5 RBERREEELD, EFHIRLE, FAREERIMBRLES. .

3. MEAOZREEITFEOE, I 500uL Wash Buffer B, 47 5 ) RBSEREEELD, EF
WHoRL, FEaREERIMNBIRLES.

4. BTFBELE, SEBOEBETHARL, A 20uL B REREGERITRE . RBTE
E KPR Barcode Beads,

5. MURENFEOE, MO 200uL 1789 RT Mix, HIITES .

6. EBTFRENEBIFNEERAD, 42°C, ¥&&E 1300 rpm, &E 90min (IZEITRA )

FR: 42CRE 90min &, ELEZAIHITT—2, BRERFY 70C (XA ) KiE

15min [5, AI=IBKE 165h (AIESBALEE) .

7.2cDNA §18

M

o Amplification Master Mix ((EBB);

o APrimer Mix(i&EB8);

o Amplification Enzyme (i&EBB);

o E—SHREFT.

B&EfH:

o 0.2mL TEKFTZELES/ \BXHEE

o FALBREEIXK

o DynaMagTM-2 ®#%8/12321D/Thermo ZEMFEZ 1.5mL BOERIE

1. RIETER, £ PCR{NLIRE cDNA T 1EERF . PCR {XAIMAEIREN 105C,

-19 -
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WRTEYRE
LB mE A E]
1 95C 3 min
98C 20 sec
2 65C 45 sec
cycles=4 72C 3 min
98C 20 sec
3 67C 20 sec
cycles=9 72C 3min
4 72°C 5min
5 4C Hold

2. REIEEME “Amplification Master Mix” . “APrimer Mix” , imlgB OAEETF
KL, RBIITHRSEKLERH PCRMix, miEEIFEEEL. KLEHKE.

PCRMix:
1RXN (L) 2RXNs (pL)
4
a5 x1 x2.2
Amplification Master Mix 172 378.4
A Primer Mix 32 70.4
Cold nuclease—free water 188 413.6
Amplification Enzyme 8 17.6
Total 400 880
3. BREFYREEELD, EF1.5mL IEEHRE, FARESR/NUBKRLE, N8B
T Barcode Beads.,

4. BBEOENZANZEERT, @EFIMA 400 uL PCRMix, —AWTIRS, —AHD%EE!
J\EXHFEF, BEDRRIMERY 50Ul

R BENSENEE “Post-PCR” XigtT, BRIWINESHE,

5. E=WF/\BHFEES, &F PCR #7118, REAZRE 105C, REAFR 50uL,
6. PCREFETEARRE, BT BFYE 4CHERF 48h f1-20 CRE—FRE, siBEZiH
17 cDNA #1846t

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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7.3 cDNA 45i{¢

SR
o E—2H1EERI cDNA,
B&MH:

o 1.5mL BLE;
FEFECHEIAY 80% JES;

0]

o Nuclease-free water;
o Elution Buffer;

o AMPure XP #hi{briI%;

e}

DynaMagTM-2 #/122/12321D/Thermo BEAFES 1.5mL BOERI LR,
xR
o AMPure XP #{(iERTERT 30min XL, EEERRE, HAFER. FRNE
DRIEE o
e AMPure XP ZB{CHEIRECEAGTE, NEZIBIRENFIONN , WRRIRERFIAINRIARRIG
BUESH D ERN R RIKESTEIR—.
1. BREIES 2mL 80%ZEE. ¥ PCR T IEF-#IKEER 1.5mL BOEF, BEREL, A
BRSNS, A AMPure XP ZE{EREERATRJ PCR 7 1EF 4 SUATRRY 0.6,
aN: PCR¥ B4 AR5 400 uL, WAON 0.6 x 400 =240uL ZB{LHEEE .
2. mhE15s igSFfE, ERFE bmin, EEBLC, &TF 1.5mL MSH# IR EEFE Smin;

ERIFERES, IO LEERERR 1.5mL BOEF, E&.

3 AMPure Beads %8 EIRMIREE

-21 - e%e
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WRTEMRKR

3. REBUOBRELTHAOELE, A 800uL FHECHE 80% JEZx#K. ERFE
30s, /OERE LB,

4. EELR 3, HHTE 2 R,

5. BFBELOE, B8R0, BRETHARL, RESHRER, AEERTH 2min(REED
5min)

6. BXFEOE, MA 20uL Elution Buffer, ZSIREERS, =RBMFS 5min, EEBEUE
BETHNORLE, ERNERES.

7. IREX EEHEBERN1.5mL BOED, BASEY.

8. #mTF 4CuRE 72h, £-20CHRF—RE, HETEEHT cDNA FIBMELEN
QC fMEE.

7.4cDNAQC

SR

o E—La{LIFAYI cDNA CRIEFLER 7.3)

B&i#:

O

O

Qubit 4.0 SKHEEIN;
0.6mL PCR iZIEEEEE ( Qubit EE, #E Axygen) ;
SEZBRRERSHY, 0 Agilent Fragment Analyzer 52005,

B— RS (1ul) #86fSR9 cDNA ™42, F Qubit 4.0 RAEESHITIREEE .
EN—p#FNREER (29 5ng ) , A Agilent Fragment Analyzer 5200 #17HER D o
B18A9 cDNA NER#HEUTILNFRG: EEFERA/NNE 900-2000bp £F;

1000bp-5000bp &ELATF 15%; 300bp U FEE ST 40% (4NE 5). cDNA ¥
BN TER. (BEERBE ‘G XRMTENEFEELZ LRSEEMEBR, iF5T
TR W)

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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R TR STRALE
Qubit {2 E > 30ng, FEFIE
=y 900bp—-2000bp Zj&, 1000bp—-5000bp & ENEERTEE
H>15%, 300bp LI EESE<40%
R THE “BIFEH IRt SRR
Qubit 4 SE<30 ng, b g e
‘é =) N SO T A SLe
TE B EE<500bp T ERET BT

4. HEtAI cDNA 300bp LA HERALETE 10-40%RT, 53R cDNA RIATRRETZER
Ee7k#hFEEI 100pL , AAFSIE FRRAVBEIRLLEIHIT ORMML . DREHEHRELTE 21 ‘6
18 ERINUEEZE

10% - 20% 0.8 x
21% — 35% 0.7 x
>35% 0.6x

94766 T
90000~

5000
80000~ 3000

— 2000
b1 1500
70000 £ 1200
%‘a s
)

¥2 —0—
60000~ ]
| 700
WI'I
A 600
50000 |
2 —500—
E g
40000 - M|
:1', | —400-
. | |
30000
SN o
"= 1
20000 y o
2 g” B e
ki f P
10000~ e 23/ oy 100.
meg"' i }( <
-2976 i i A
Lk A 4 & 4 & adibdldd L
22 8 5 § 2 gs8gm=z=s
® B 8 § 2 Z2oSEREES

4 FERENEN cDNA RRINEIERETRE

-23- e
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8. MEHIE

8.1 R

EEME

Fragmentation Buffer V3 (£ ) ;

e}

o Fragmentation Enzyme Mix V3 (/£ ) ;
o 1xTE (&) ;

o S 7.4 19 QC 518 cDNA =47,
B&Et:

o TtxEEE PCR&
1. AR TRRBERRM PCRER, RNFRA 35uL, FE PCR JAEFFE 75C.

RERE: 75T RRFFR: 35uL
i AiE)
1 37°C 10 min
2 65C 30 min
3 4°C Hold

2. ER#% Fragmentation Buffer V3, #iR=2Rt, RIEES (5-8# ) FHEEHELD
[Ek EER; WREBRINE, RIERIEEEEL, BREZEB.
3. fEMENE Fragmentation Enzyme Mix V3 igiER5HBiR, EF K ESEH
4. 1ZERLATEIA cDNA BRGNS TR :
@ cDNA 2E7£10-50ng AY, 8 10ng RAEHITEE
@ cDNA ZE#7E 50ng I LAY, #E#% 50ng IRAEHITERE .
5. ¥ PCR B&TFkL, EFIINTREAR:

FEARRIAR:
izha ) {#12 (uL)
cDNA (10ng & 50ng) Variable
1xTE Variable
Fragmentation Buffer V3 7
Fragmentation Enzyme Mix V3 2
Total 35

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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6. FARRBERVWITRDIES, BEITECORER PCR EETIARI PCR XHHEITRERL
B
7. SoRRMNEIZIENEIT R —HEER

8.2 JELiER

ML
o LigationMix (&) ;

o Ligation Booster (i5t®) ;

o Adaptor (&) ;

o FERFY (RRTEE8.1)
1. EEIRRTRIREELER PCRIER, REAR 70uL, FXiH PCR GASEINAIIRE,

# PCR X EltN8E, BAZREIRREE.

HERE: OFF RE{AFR: 70pL
A e
1 20C 15 min
2 4°C Hold
2. ERWRAF Adaptor, iRl RS RIKLER. (FARNE Ligation Mix i®iERS, HES
OREFKESE.

3. Ligation Mix &¥5%3 , IREXAT i 22 BUERATR 2R AR Adaptor BEHA0N ).
4. BE—2RMNEPCREETKLE, BRHINTREAR:

ELEERNAR R
Ebay A3 (L)
Fragmented cDNA 35
Ligation Mix** 30
Ligation booster 1
Adaptor 2.5
Total 68.5

"ERIEFEATTE R AL —T master mix.
““Ligation Mix ELE#HE, VOB BHFRIZER/ED o
5. RiERIHER. SRNEET PCR NP IZANETELEERER .

-25.- e%e
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WRTEMRKR

8.3 BSLiEEEFIZEN

SR

o

o

IR 8.2 BYESLERETY);
0.1xTE ({£M Nuclease—free Water & 1:9 & 1xTE) ( ) o

B&#:

O

Nuclease—free Water;

AMPure XP {3k ;

FEFECHIRY 80% ZEE;

PCR1Y;

FEEEREERRES;

TixBREs PCR &;

HAHZR/TNDO8-C-ALFYIIEREX st DynaMagTM-PCR #3%2/492025/Invitrogen

o AMPure XP #p{ti#ik ( LATEFREEE ) #1280 30min M 4°C HElH, kEERER

o HKERRIFRDIBIE 15s RS

o THERLUBGLTE, RIRIRISTASZEL, FIBIN, SNTTRESHOEN R BRRKESTEIFA—H.

s BULEMEIMNRLEAFNEIRE, BAERNEHEROERE,E, B0, Bl
EREAEHRNE

BN RIES 0.5mL 80%ZE2F0 25uL 0.1 X TE A& (18 1 X TE 5XizBgEs/KEL 1:10

W) o

¥4 PCR BREREL, ARRSNEAIR, IO\ AMPure XP fB{LHEERATR)9 PCR

TP SATRRY 0.2 (Fin: FERAF=4KIRJ9 68.5 uL, NURIfER 0.2 x 68.5=13.7

uL AMPure XP #B{¢H#3% ) . iBlE 15s iBSfE, ZEEFS 5min.

¥ PCR EREBURET 0.2mL #g#H5R (#HE/TNDO8-C-ARYIIHRRER, &

INTSHEAZREINE ) £, FRNEREESREDE, FEARESRE (£495min) , VOB

EEE—MTIERES PCR &, SVEBHF.

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell -26-
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4. fR¥FPCREETHNLRL, F 200uL #EFhcHIA 80% JEEFti#ik, EiRFE 30s,
INOEBRR EiB o

5. ESSR 4, RiHE% 2R,

6. MENIZREENTEUHIRFRTE PCR &, BEBL, BRETHOEL, RESREE,

ST 2min (AZ#8Z 5min )

7. BEHEIRERTE PCR BN AR EET, A 17ul 0.1 x TE, idhielxi% 15s iRk,
=ERMFE 5min,

8. BLLLHIAFRTE PCR BRERUEETH R L, FHHKSREN S, FaREER(H
5min) , AVOIRER 15pL EEZEHATKE PCR EFHETFLE 8.4 PCR B4,

SR WEBERERLSHET 4CHE 72 I\, ~20CEE—A.

8.4PCR#1¥

ESEEL
o Library AmpMixV3 (H&) ;
o Indexing Primer Mix (B&) ;

o IR 8.3 HESLIERFAENT .
1. IRRIRERTRIRE PCR E&ERF, £ PCR (NAERFRFE 105C, RMIATR 50uL.

RMERE: 106C RRAFR: 50 pL

T i B8]
1 98C 30 sec
5 98C 10 sec

2 (BEIR#HE2TER) .

65C 75 sec

65C 5min

4C Hold

2. ¥ PCR EETKEERENTRNAR, RIEEIHEERL, BRNEET PCR ¥
Fo

S A3 (pL)

L LiET (Step 8.3 F4) 15
Library Amp Mix V3 25
-27 - ®a .o ®e .
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mRTEYRER
Indexing Primer Mix 10
Total 50

& Indexing Primer Mix BiZZf, (LEZE—MEIT], —1MEZXTIE—1 Indexing Primer Mix.,

IRTEMEFHTE cDNA IRANBRITIERE, IERERNT:

cDNA RAE SERIH

50ng 10
10ng 12

8.5 ¥HEF¥MIRERSE

HEEMR

o =& 8.48 PCR E&EF ¥,
B&Et:

o Elution Buffer;

o AMPure XP #i{vEEk;
FEFACHIRY 80%2ES;
FEEERBER RS,
TERlE PCR &;

e}

0]

0]

0]

1.5mL BULE;

0]

W 22/TNDO8-C-A/RYIIREEA T DynaMagTM-PCR #1%2/492025/Invitrogen
=3¢

e AMPure XP #B{tHEk ( LATE#FREEER ) 3280 30min M 4C HEUE, IKE=EREH
o HKERRIFRSIRIE 158 IRmiRS

o TEZKLUBHGTE, NIARIGIHEE, BN, SNTRSHNENFBRKESTHIT—

o
o BULEMEIHNRLEEFNBIEE, AENNERES OCERAELE, B0, B
DEFEHEENNE.

1. BPMRMAESE 0.5mL 80%ZEE, /¥ PCR EREEL, BARRIBNEAR, HH
NF 7Kk%M%FZ 500l . BY 25uL #ERIIAZI PCR F¥9, iBlERS, =igfiFa dmin,

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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2. % PCR BREEEURET 0.2mL Mg 1% (#I5/TNDO8-C-ARYIMRREE, &
INTTHEAIRERAE ) ERRE, RRHIRERESE, FaREERE (£ bmin) , b
E EERZE—MIEE PCR %9, EFMIHIK.

3. RIERHREIWIKHIRE 7.50L MAZELBF, RIERZES, =EREFS 5min.

4. ¥ PCR BEREBULEETHIREL, FEAUBKSEEASS, FARESE (9
5min) , OB EERE T PCR E&NER

5. &5 PCR BRELGTHAZLE, MMA 2000l FHEFFEFIN 80% ZEEER# K. Rl
8 30s, DR LE.

6. EELE 6, TUhER% 2 K,

7. MEAOZRLEET PCR &, B8R0, BRETHOREL, RESHKBERE, AERTHIK
min ( REEE 2min ) -

8. ¥ PCR ZEMmBHZELERH, M 20uL Elution Buffer i%Bi . iRbENR 15s iRk
Bk, ZiEWFE 5min,

9. ¥ PCR BREROHETHAOEL, FANHKSHRASE, FaREEE(4 5min)
AVOIREY 18Ul EEEFAIKE 1.5mL BOEH.

BEER WPREREUBFMT-20Ce-80CHRF=1"H.

8.6 IEF[EiE

R
o I 8.5 RUAELFH,
B&i#:

o EBHIMEERBROYREEIRR;
Qubit 1x dsDNA HS assay kit;

O

Qubit MEE,

1. ER—pfEFUESR (1ul) A Qubit 4 SSEITNERE

2. E—pENiER (29 5ng ) B Agilent Fragment Analyzer 5200 s{EIS&&ENER R
KNS

3. ERINENAGFSLATREGIE 5):

O

-29-
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T EMB R
a. FERESEEMNE 400 bp £ 700 bp Z[d,

b. 900 bp = 1500 bp ZEKFRELLNTF 10%
c. 300 bp LAFRIRERAEE/INF 10% o
4. BUEtrERIESRENT:

FEEER FEHIARE XS RzRb IR
Qubit #N28>100ng, FiI&
a8 400bp—-700bp ZI&,900bp—-5000bp & EINEE ENNRE
Eb<10%
Qubit #& NS &>50ng, EIg
X\p&: 400b-700bp Zi&, 900bp-5000bp &5 BI=XXE_EVLUE
Et 10%-20%
BWEUTES—%: Qubit{B<50ng, FIg w .
ras <400bp, 225bp-500bp HE<30% AR

1860~

LD

3%
100
200
300

b

]
600
To0
800
1388
{488

Size (bp)

5 NERICE

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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fIRA RARRE

FIFH SCOPE-chip iz R R R4HRE, FHSHEA MEFIRIFMIRIRE ( Cell
Barcode ) A Barcode Beads IIAZERHFLH, FEREMIFLNRTEN 14> Barcode
Beads .S, HE M4FMAEIRE( Barcode )& 5 FR&( UMI )i Barcode Beads
BES mRNA £ poly (A) BEEHIK mRNA, SHHER mRNA #H{TiRC. WE
S H 8 Barcode Beads, 4§ Barcode Beads ##5kf9 mRNA &&= cDNA Fi-
8. % cDNA EF R, EEELSFSREWEERT llumina NEFERINFSE.

A A A

e 6.8 0.0
NOROR ROR

A1: SCOPE-chip ittt oM (£ ) RMBHEHS (B)

RNA fUigttric/RIE

BHREERETHMIBREXRMEFES, BERUMEHRE mMRNA SIS
E, WESEIFHGARI RNA 75, LALSSIIIHE mRNA 5 FRIFRC.

3@ g@

—_—

SLCIC

A2: REHRCRIEE

BREsSE. MRNA #3RRE

BT S —EHENAIETNE SCOPE—chip it A, iRIE “BASHE” B9
FIER SN MBI E, FIA Single Cell Barcode Beads k& MNMAMAI mMRNA B

-31- 0%
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T EMRR
#3RF0FRIc. Barcode Beads BY Oligo 58 illumina Read 1 MFS #1751, i8R

% (CellBarcode ) , fFir&(UMIF0 PolyT &R .
BRI RERIFAE

MRNA #1#3%/5 , FIRCHHFBSHELER, ERENE( U RIS MRELE(C )
RIS R T A ABIEIE R o R B RAT , CDNA FIRARIZ ARHE A U ERERAN G,

pr— & ZEEuw
- @ B
TREsT iR
AANAA @ @ S
=

] __Imm I
L] I B W ccc

l mARES L

ARAAAR B B GGG
j=——i] IS 2B B | ccc

A3: Bl N 5 s i B
i EREWSI (TS Primer ) , @#R TSO ( Template Switching Oligo )

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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cDNA S5 18/5RE

B 5™ imAY PCR handle &% (i&EL illumina ZHNEFEERIUFS 11 ) Rk
HRIEPHMNILN TSO 75, TigmeiEiRERENEE,

T50

Read1 UMI poly(dT) — 1
e | ] [
[ — T e—  I—
———————

cDNA amplification
v

 FO—— T | I —
== jo— ] [=———1

A3: cDNA E&i 1BRIEE

B RAN IR RIS

AHEZRNESNFEERENER, EERTIRRIEA cDNA F2HTRRI
(Fragment ) , B5ERIBHFERS cDNA FT#EZ0 500bp ZARIFER, cDNA R,
RIFIEEMN A, Fi#1T cDNA FE&FFi%E, P7 Adapter #23LiEiEFiEid PCR #1835 Nk
m Index, REHITHERFEENTSE cDNA X,

Read 1 Barcode UMI  poly(dT) TSO
| —— [ m—
| Ee— e
Fragmentation
v
[ — C
| L —
End repair, A-tailing, ligation
. ¥ Read 2
= T —= =
| =T |
Annealing of the adapters ) )
v index (i7)
-
=l =1 H——|
= | L e |
]
Amplification
v
Read1  Barcode UMI poly(dT) Read 2 index (i7)
[ B I
b i — I
-33- e%e
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#AR T E MR B
B A4: HREEFDERIEE

P5-Read1.5-AATGATACGGCGACCACCGAGATCT-HERCTETTTCCCTACACGACGOTCTICCGRTOT- 3

F5 read

P7-Index-Read2 5-CAAGCAGAAGACGGCATACGAGATHIINGTGACTEEAGTICAGACCTETOOTOTTCOBATET

PT imdex read2

A5: ¥R illumina XEEEE (ZARNFS )

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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fRB MR
=4z

GEXSCOPE®E4i RNA MEXFIZF=ErmER lllumina SimllFSE, LA PS5 Fa, LA
P7 &R, B “Readl” MF5IMEM 60 BERMAD(27 MEEAIMFFIIINLERFS). X
FEEET— 8 HEMN 7 index FFI(2H 1.2 =RERK). P5 M P7 2%z 1E8EARIRE
llumina MEFZY

ETimNE, H read! FF#EHT 60 BESAASH 12 HE UMI, M read2 BFIR1GE
EFEERS . #f lllumina FASTQ X4 BIZ XL TR M4

Index
Read 1 UMI  Poly (dT) Read 2 (i7)

E B: WFXIEE
MUY

Singleron Biotechnologies 3Gk 7 R EZHERYNFXAIFRE 14 . W A AIERE = 22 miaN 4
Be. BXNFMNESER, 1B15E Singleron 4 ARSI IFRLL o

e HiSeq X Series
e NovaSeq 6000

¢ NovaSeq X
NFREMZTEH
WRFRE
o SMNEMEBZMIE(PBM C)aitk E4BREE M1k 30,000 reads.

o Hth4migzLs!, &1 48 50,000reads,
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M TEYRE
NFED
pl)=3 TBIAEL
Read 1* 150
i7 Index 8
Read 2* 150

*IF readl, ELT 75bp, UBERIE barcode #] UMI;

"XtF read2, FLW 100bp LULE, RS ZREEIHLEXTHIERE, BT 15000,

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell

-36 -



From single cell multi-omics to precision medicine

iR C ERERASHES

1. DynaSCOPE®IEFECRIFEASEEL?

#%: DynaSCOPE®EFIRNZEMATFMEEMRSER . MEHL . REME. 518,
SR, B, HEE. PBMC &, BEXRME, . NE. BF. 5. BiE. BREEEELMERE
FEEZFL, BFIREPAREETEEE, WTAMENER, BIEFRIMRTIE, BiT=R
BAFEXTRIEREADBEARANRE, AREAREFEPER (TEEXNERE) , 8B
30min WEMLEN . 155 1h 5, EMEIELET 80%, SRLCHIIATEIERE 10%0LAE, NZREA
ZHEARIERTF DynaSCOPECEFIRFIR

DynaSCOPE®HSMFIEEA TR, MR . KR incEREERE, TJix
iICESTEAR ( SEMIEE ), I RBANBEE, seH T EFEEXK, 19&RH DynaSCOPE®
EEARFIE

55, FEREFRINEL2ERANE, HERTHEREURE, BFREN: £ RNA
tNCSEEEfE , SH/ANREFTRAS-80C, MERIAMZEITEELR (St ENERER
BRI TIREESCE ) -

2. EBIhRFNIE TR A Z RN ?

& ROEEIROEIE (AR KR ) , BINEFESR, ERtRNHARELERSE
RS TRERDS WTFHEER. RBE. ANFER, PRESLIOMIEAR. FINEFRIRENH
fE. TR, MIEEREFRTHIE.

3. YHEEFmICHT Ean{aTdEE?

% BFRAVIEFRATEEBER 0.5~6h, &N 2~4h, EREFGERTLURSHE RNALL
B, J—LERTERNEERHE RNA BRIFIGE , ER SR EARIENE, ERRETR
a8, HEIEREE. BNER 1h W—XAMRIEYE, NRADEFHELAIARIEFRIIFEE 10%LL
L, DERIES, BEEENT—2, SEFAEEE 3h, BiXE 3h BER—IRIEFE labeling
reagent. BEXW, K. NE. FF. 8. . RREREERMEREREIRLL, BFRIE
hAREIEM RIERAE . MRS . RN, B8, EN . MERERRAR EEHTES, A
FEEIE TREAEXTRIE.
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WRTEYRE
T EIhRESIRCHIRTEBETE 1~8h, LIRCHNERILUEHIESHE RNA fRctkfl, A7
—LHERNEIRAVALR T E RNA BRIFAIGH, FIESIERIRFCHE. SR ENSERFIES
#E RNA LEOIEESEYE, MEERAERIRES 1h, BEFR, ME. S8, ft. 2R
RNA BRRIEK, FFCHEaEE 1~4h; K. Mg, FF. B, EREEE RNA BERTBIERK,
FBIN 4~8h <, BIRCEE 4h, EiX 4h BIRHZE*—%T labeling reagent ( sI#AERY 1% ).

4. ATECHI A FACBHRCIEEFRIIS A E?

& HEFER DMEM B5RE (BX+20%FBS ) , EHARMT:

]Jwil

Ehay A (mL)
157E DMEM 4
fa4miE 1
Total 5

FEZSNANE B FRIFMEEESRERE .
5. BF GRS ERESD?

% EERTRERCRHMEESE. 0.5~2x10%6 i,
6. EtRCIEFXIHREEEREERIN?

% BTHREEARE, BoMBEEFESHINEERE 5% 10%MNER, SHEIETS
F 80%, XFEELIEITAK
7. REHRCIEFRHEEtERE?

% HIEEE>80%, MIRSE >4 %104,

8. BRI RS ENFEMITEREIRT?

% BEM—ANE, BE—MEA—DRMEERDS (AREERE, SIMEEF/RNA
trc, BHYEBRMEERDES) , FEI—HEBERMRERANXER (FE—MifChMIE, EEH
BEERE ) . XERILUER reference #EHFIENIXAERIFIA RNA LB, &4 reference
fEF, AIff bulk RNA FZXTER; S8 TREMERANEMES, FBFEMSHTHR, WFE
fi— R EEAIE RN

9. BARERDSNFIXFRENRESTERARERAVFEORE?

DynaSCOPEZ® Single Cell Dynamic RNA Library Kit Cell
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% BBERARERAFAERDERFREFRPRT 72h R RARs BRE, LR
EISHANZ 48h A, PAIRAE RSN AREMENARLGBRRES . B, PARERNE
T EMURFHER .

10. PAREERASEVFERZNONFE?

% WRRARINTFIE MR 10000~15000 reads (17545 PE150 £ 30~45G ) ,
RN ARNFIIE MM 40000~60000 reads S;E=( 1 HHAN PE150£9120~180G,
MIEEATHNIRLLAIRE ) o

-39- ) %6
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